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research evidence and other factor determination were conducted to finalize the list. The controls were tested with ddPCR Supermix for Probes (No dUTP) on the Bio-Rad QX200 AutoDG The controls were stressed at 37°C for 7 days (equivalent to 12 months stored at -20°C). And then the
Droplet Digital PCR System. The copy number of species gDNA was quantitated using QuantaSoft samples were tested on the Bio-Rad QX200 AutoDG Droplet Digital PCR System and quantitated using
(version of 1.7.4.0917) ddPCR data software. N=3 for ddPCR replicates. QuantaSoft (version of 1.7.4.0917) ddPCR data software. N=3 for ddPCR replicates.
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